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B e Learning Objective

Following this tutorial, you will be able to run UNC external modules,
within Slicer3 or using command lines, in order to perform a regional
cortical thickness analysis.

You will learn how to load input volumes, perform a tissue segmentation
(tkEMS), register a parcellation map (skull-stripping -SegPostProcess-,
atlas registration -Register Images-, applying the transformation to the
parcellation image -ResampleVolume2-) and compute sparse and
asymmetric cortical thickness (CortThick).




& Learning Objective

How to perform aregional cortical thickness step by step?
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B Prerequisites

This tutorial assumes that you have already completed the tutorial
Data Loading and Visualization. Tutorials for Slicer3 are available
at the following location:

ASlicer3 tutorials
http://www.na-mic.org/Wiki/index.php/Slicer3.2:Training




B Materials

This tutorial requires the installation of Slicer3, the tutorial dataset and the
external modules. They are available at the following locations:

A S 1B dowmoad page (Slicer 3.2)

http://www.slicer.org/pages/Downloads

A Tutori al dat a ARCITIC dwtaviall eramdle p.@ g e (
A External modul ARCTIC cExecutablesd1.0) age (

http://www.nitrc.org/projects/arctic/

AAtlas download page(UNC_Pediatric_Brain_Atlas)

http://www.insight-journal.org/midas/item/view/2277

Disclaimer: It is the responsibility of the user of Slicer to comply with both the terms
of the license and with the applicable laws, regulations, and rules. -5-




B Materials: Tutorial dataset

The tutorial dataset (ARCTIC_Tutorial _example 1.0) is a ZIP file.

Unzip this file somewhere in your computer.

An TfARCTIC Tutorial example _1.00 folder will be created,
containing:

AA pediatric case: T1-weighted and T2-weighted images.

AANn i AR TR eCs u |direstéryd in which results of the tutorial
example will be saved.




B oo Materials: External moadules

The executables are in a ZIP file (ARCTIC_Executables 1.0 linux32/64) .

Unzip this file somewhere in your computer.

An PARCTIC Executables 1.0 linux32/640folder will be created, containing
executables needed to perform the cortical thickness analysis.

To add the pipeline as a Slicer3 external module :
- Open Slicer3
- Go to View Y Application Settings Y Mo d uJeténgs
-Clickonthe i a chg r e sbettbro
- Select the MARCTIC_Executables_1.00 folder and confirm
- Close Slicer3




& - Materials: Atlas

The atlas and its related files are in a ZIP file (UNC_Pediatric_Brain_Atlas) .

Create a i p e d ratas-4yeacs-sym-T1-R A | folder somewhere in your
computer.

Unzip the ZIP file in this new folder.

The i p e d ratas-#yeacs-sym-T1-R A | falder will thus contain the atlas
and its related files.

You can then unzip all the images (gunzip command).




& Tutorial Overview

A-Tutorial example with dataset
1- Load the dataset in Slicer
2- Tissue segmentation : itkEMS

3- Registration : SegPostProcess, Registerimages, ResampleVolume?2
4- Cortical thickness : CortThick

B-In depth tutorial

1- Load images

2- Use ItkEMS for tissue segmentation

3- Use SegPostProcess for skull stripping
4- Use CortThick for thickness assessment
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& Tutorial Overview

A-Tutorial example with dataset
1- Load the dataset in Slicer
2- Tissue segmentation : itkEMS

3- Registration : SegPostProcess, Registerimages, ResampleVolume?2
4- Cortical thickness : CortThick

B-In depth tutorial

National Alliance for Medical Image Computing
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@ 3DSlicer

Load the dataset in Slicer

IEI IE' tadules: I|

“lnmEE|

@ 2DSlicer

¥ Help & Acknowledgement

“ | oad
P

Image Origin: From File —

L

Image Orientatin From File -

L

Lakel Map Single File

[ | (L] Select Wolumne F|Ie| I

| Apply

Active Wolurme:

s

In Slicer, select the module
« Volumes » to load the input
images.

Then click on the « Select Volume
File » button to load the images.
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& Load the agataset in Slicer

Open Volume File = |||

N« ) v 1) N Hame Size Modified time | |#

/ [5) Brainseqgatlas-pediatric-T1-RAl 1 ick- Tue Dec 2 11:23:4 2008
[5) Brainseqgatlas-RAI pediatric_T1_RAl.gipl 4,977 KB  Mon Dec 110:17:21 2008
(=) ReqCortThickPipeline_Batchmake _Wrapper 1 pediatnc_[2_HALgip 4,977 KB  Mon Dec 110:17:26 2008

[5) RegCortThickPipeline_Data
E [ RegCortThickPipeline_Exec
[y ReqCortThickPipeline_1.0_linux32
[2) RegCortThickFipeline_1.0_linux64
B 5 RegCortThickPipeline_TutoralDataset
| =) Data

———
l Bl ) Tutorial_example I

(L) Tutorial_example_gz
(= Parag
) ribes
) styner
) vachet
(L) ¥ushun
| processing
) autismz
) CAN
() fragilex
18IS
() lost+found
| bin Wi
= = =)
File rame: | Open

Files of type: IVDIume &) j Carcel

=
Py

A new window 060Open Volume Fil ed i s
« Tutorial _example » directory . Select the « pediatric_T1 RAlLgipl »
file in the Data directoryand click on « Open ».
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@ 3DSlicer

Load the dataset in Slicer

Madules; Valumes

& [E]

IDSlicer
| =]

= []E e

¥ Help & Acknowledgemernt

“ Load

(L] Select Volume File |

olume Name: |pediatric_T1 _Fial gipl

I Irnage Origin: Centered — I
Irmagye Elrientatic1 Fram File  — |

Lakel K

| Apply

Artive Wolume:

an

¥ Dizplay

¥ Diffusion Editor

* Info

¥ Save

Now, select the Image Origin as
« Centered ».

And click on « Apply ».
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& Load the dataset in Slicer

IEI IEI todules: olumes =1 |I| |I| EI

@ 20Slicer

¥ Help & Acknowledgemnent

= Load The first image is now loaded.
[_] Select Walume File

violume Mame:  |pediatric_T1_Ral.gipl You can check it in the « Active

Image Origin: | Centered  —

Volume » widget.

Image Orientatio Feom Al —

Label Map Single File

Ay

Active Wolume: pediatric_T1 _Ral.gipl

Display

*  Diffusion Editor

Info

Save
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& o Load the dataset in Slicer

Apply the same steps to load the T2-weighted and atlas images.

One can find the T2-weighted image in the same directory than the T1-
weighted.

The atlas image, named « template-stripped.gipl », is in the pediatric-
atlas-4years-sym-T1-RAl/ directory.
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& Load the dataset in Slicer

&) &)

tadules: valumes — 4 I ] e
e

@ iDslicer

¥ Help & Acknowledoement

“ Load

(L] Select Wolume File |

Wolurne MName:  template gipl

Image Qriging | Centered  —

Imace Orientatio From File -

Label Map Single File

Apply

Active Volume: ternplate.gipl

an

-

Dizplay

* Diffusion Editor

¥ Infa

Save

Now we will load the parcellation
image.

Click on the « Select Volume
File » button to load the
parcellation.
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B o Load the dataset in Slicer

Open Volume File e
N MM =) Nitame | sue| Modified time | [}
B [ people amygdalaleft.gipl 8,879 KB Thu Dec 18 17:43:24 2008
|) cascio amyqgdalaRight.gipl 6,879 KB Thu Dec 18 17:43:24 2008
=) Freesurfer J caudateLeft.gipl 8,879 KB Thu Dec 18 17:43:24 20038
I3 gimpel caudateRight.gipl 8,879 KB Thu Dec 18 17:43:24 2008
I3 gouttard cst.gipl 8,879 KB Thu Dec 18 17:43:24 2005
B I mathieuc gray.gipl 6,879 KB Thu Dec 1§ 17:43:24 2008
B I ARCTIC hippocampus Left.gipl 8,879 KB Thu Dec 18 17:43:24 2008
) ARCTIC_Batchmake _Wrapper hippocampus Right.gipl 6,879 KB Thu Dec 18 17:43:24 2008
I3 ARCTIC_Data latVentricleLeft.qgipl 8,879 KB Thu Dec 18 17:43:24 2005
=) ARCTIC_Exec latVentricleleftMask.gipl 8,879 KB Thu Dec 18 17:43:24 2008
|5 ARCTIC_NITRC-Update lat¥entricle Right.gipl 6,879 KB Thu Dec 18 17:43:24 2008
|3 ARCTIC_ReadMe latVentricleRightMask.gipl 8,879 KB Thu Dec 18 17:43:24 2008
B ) ARCTIC TutorialDataset pallidusLeft.gipl 8,879 KB Thu Dec 18 17:43:24 2008
1 " Right ai B.879 KB

[h [1p i =434 20

B () ARCTIC_Tutorial_example K ’
§,879 KB Thu Dec 18 17:43:24 2005

3 ARCTIC-Results

H [)
Parcellation.qgipl

[C2) ARCTIC_Tutorial_Results Parcellation_lahels.txt Z KB Thu Dec 18 17:43:24 2008
[ Data putamenLeft.gipl 6,879 KB Thu Dec 18 17:43:24 2008
B ) Tutoral_example putamenRight.gipl 6,879 KB Thu Dec 18 17:43:24 2008
[2) ARCTIC-Results README.txt 1 KB Thu Dec 18 17:43:24 2008
[-5) BrainParcellationAtlas-pediatric-T1-RAl rest.gipl 6,879 KB Thu Dec 18 17:43:24 2008
i _nediatric-T1- template-stripped.gipl 8,879 KB Thu Dec 18 17:43:24 2003
) pediatric-atlas-dyears-sym-T1-Ral template.gipl 64879 KB Thu Dec 18 17:43:24 2008
white.gipl 6,879 KB Thu Dec 18 17:43:24 2008
| ribes / 7
= ~J
File narme: |pediatric_T1 _FiAlaipl I Open
Files of type: IUDIume [ j | Cancel

A new window d@®pen Volume Filed is now open. Select the
« BrainParcellationAtlas-pediatric-RAl» directory . Then, select the
« Parcellation.gipl » file and click on « Open » .
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& Load the dataset in Slicer

tlodulas: Lalumes

&) &)

@ 3DSlicer

¥ Help & Acknowledoement

[ =] [e]

* Load

(L] Select walume File

Wolurne Mame: |Parc:ellatin:|n.gipl

Irmage Qrigin:

Imace Drientatin| From File  — |

[ Label Map | | Single File

| aoply |

Arctive wWiolume: temnplate gipl

an

* Display

* Diffusion Editor

¥ Info

Save

Now, select the Image Origin as
« Centered ».

Then, check the « Label Map »
case to load the parcellation as a
label image.

And click on « Apply ».
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wﬁi; 3DSlicer

Load the dataset in Slicer

& [E]

tlodules:

Valumes —

@ 3DSlicer

¥ Help & Acknowledoement

[J D] [E] e

* Load

[L] Select Volurne File

Wolurme Marme:

pediatric_T1_RaAlLgipl

Irnacge Origin:

Centered —

Image Orientatio

From File —

Lakel Map

Single File

Aaply

Active Wolurne:

pediatric_T1_Ral gipl

i

-

Dizplay

¥ Diffusion Editor

* Infa

Sawve

The dataset is now loaded.

You can check it in the « Active
Volume » widget while displaying
the 4 images.
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& Tutorial Overview

A-Tutorial example with dataset
1- Load the dataset in Slicer
2- Tissue segmentation : itkEMS

3- Registration : SegPostProcess, Registerimages, ResampleVolume?2
4- Cortical thickness : CortThick

B-In depth tutorial

National Alliance for Medical Image Computing
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& TISSue segmentation . ItkEMS

odules:

[
& ] s = KnjEiE

@ 3DSlicer

™ Help & Acknowledgernent

~ HKEMS
Farameter set | = [ . .
LS = Select the « itkEMS » module (in All
Status ldle
— Modules).
AML segmentation file IE
* |nput 2 : EMS File Creator Add the K« Tl-Welghted |mage )),
T1 Weighted Ima@lﬂ| pediatric_T1_Ralgipl  — H « T2-We|ghted image » and « PD-
T2 Weighted Image | pediatric_T2_RAloipl — |2 weighted image » if available.
PD Weighted Image | yope %
imagge Orientation [Ral - Click on the « tissue segmentation

Tissue Segrentation Atlas Director ﬁ

atlas directory » button.

_
Segmentation Atlas Type [®] T1 T2

Output Directory IE

¥ Agvanced EMS File Parameters

* Options

Debug option
Write less

Defauit | coance | | apply -21-




& TISSue segmentation : itkEMS

Select Directory - Ox
N MM~ 1)
L A new window is now open to
EF_rees:wfer select the tissue segmentation
gimpe
I3 gouttard a.tlaS.
B |5 mathieuc
= ) ARCTIC
@ ARCTIC_Batchmake_Wrapper Search and select the
|y ARCTIC Data . .
() ARCTIC_Exec « pediatric-atlas-4years-sym-
) ARCTIC_NITRC-Update .
) ARCTIC_TutorialDataset
| BrainParcellationAtlas-pediatric-T1-RAl .
i jatxi Click on the « OK » button to
|y pediatric-atlas-dyears-sym-T1-RAl .
E,i: ) confirm.
| ribes

ok | conee
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& TISsue segmentation . itkEMS

tadules: | ithEms —'| E |Z| |E|

EE

3DSlicer

¥ Help & Acknowledgement

~ ItKEMS
Parameter set | tkEms1 — |2
— i Click on the « Output Directory » button.
HML segrentation file IE

“* lnput 2 : EMS File Creator

TH Weighted |m3@lﬂ| pediatric_T1_Falgpl  — H

T2 Weighted |m3138| pediatric_T2_Ralgipl — ||%

PD Weighted Image | pone j

Image Orientation |HAI

Tizsue Segmentation Atlas Directory | [0 pediatric-atla. . rs-sem-T1 - Rl |

Segrmentation

Output Directory IE

* Advanced EMS File Farameters

* Dptions

Debug option
WWrite less

Default | concel | | pply




& TISSue segmentation : itkEMS

Select Directory

B () mathieuc A new window is now open to select
i Tl the output direct
[ ARCTIC_Batchmake Wrapper e ou pU Irec Ory'

) ARCTIC_Data

ARCTIC_E
gﬁﬂﬂlc:NT$;C—Update Select the « ARCTIC-Results »

[3) ARCTIC_ReadMe ; ; ;
e . directory in the Tutorial example

[ ARCTIC_Tutorial_example folder.
(- ARCTIC_Tutorial_Results
= Data

Click on the button to « create a new
directory ». Name it « itkEMS ».

ﬁ Eramsegﬁuas pedlatnc: -T1-RAl
|y pediatric-atlas-dyears-sym-T1-RAl

@F.‘g”ﬂ Tissue segmentation outputs will be
Hmﬁi saved in this new folder.
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& TISSue segmentation : itkEMS

Select Directory =[O

O G-a g
) gouttard
B ) mathieuc
B ) ARCTIC
|y ARCTIC_ Batchmake Wrapper
) ARCTIC_Data
|y ARCTIC_Exec
) ARCTIC_HITRC-Update
) ARCTIC_ReadMe
B ) ARCTIC TutorialDataset
|3 ARCTIC_Tutorial_example
(=3 ARCTIC_Tutorial_Results
|y Data
B ) Tutorial example

Now, select the new directory
(itkEMS).

Click on the « Save » button, to
confirm your selection.

|3 Brain ParcellationAtlas-pediatric-T1-RAl
|3 Brainseg#atlas-pediatric-T1-RAl
ediatric-atlas-dyears-sym-T1-RAl

| Save | I Cancel |
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& TISSue segmentation . itkEMS

EE]| o | ens SininlEcE

@ 3DSlicer
-

™ Help & Acknowledoement

“* RkEMS
Parameter set | tkens1  — |2
N All the parameters have been set. One
" can use this screenshot to check if

HML segrentation ﬂIelE everyth"']g IS set pI’OpeHy

“ Ihput 2 : EMS File Creator

Ti Weighted |maGE| pediatric_T1_Félgipl  — ||%

Click on the « Apply » button to
perform a tissue segmentation.

T2 Weighted lmaGE| pediatric_T2_Falgipl  — ||%

PD Weighted Image | pore i

Image Orientation |Fal

Tizsue Segmentation Atlas Directu:urg.-'| |:|pediatric-atla...rs-sy’m-ﬂ-HAI|

Segmentation Atlas Type W] T1 T2

Output Directory [[itkEms

¥ Advanced EMS File Parameters

“ DOptions

Debug option

Write less

Default | cancel | | appy -26-




\@ iDSlicer

7issue segmentation . tkEMS

Two outputs, located in the itkEMS directory, will be used by the next step and thus
need to be loaded: the tissue segmentation label image (labels  EMS) and the

T1 weighted corrected image (corrected EMS).

Load these images by selecting the « itkEMS » directory, and choose the two files
one by one.

N<id Mr 1>

B ) people
| cascio
| Freesurfer
) gimpel
[ gouttard
B |5 mathieuc
2 ) ARCTIC
() ARCTIC_Batchimake _\Wrapper
3 ARCTIC Data
) ARCTIC_Exec
(3 ARCTIC_NITRC-Update
[ ARCTIC_ReadMe
B () ARCTIC_TutorialDataset
= [ ARCTIC_Tutorial_example
[C3) ARCTIC-Results
[ ARCTIC_Tutorial_Results
() Data

— Bopiztration
[ BrainParcellationAtlas-pediatric-T1-RAI
| Brainsegatlas-pediatric-T1-RAI
() pediatric-atlas-dyears-sym-T1-RAl

=

4
L3

Open Volume File =1

Hame

EM 5-Param.xml

EMS.log

JADH vtkMRMLScalarVolumeNodeB corrected EMS.gipl
JADH_vtkMRMLScalarVolumeNodeB_labels EMS.gipl

JADH_vtkMRMLScalarVolumeNodeB_posteriorl _EMS.gipl

JADH vtkMRMLScalarVolumeModeB posterior?  EMS.gipl
JADH_vtkMRMLScalarVolumeNodeB_registered _EMS.gipl
JADH_vtkMRMLScalarVolumeModeB_template_affine_EMS.gipl
JADH_vtkMRMLScalarVolumeNodeB_template_wamed EMS.gipl
JADH_vtkMRMLScalarVolumeMNodeB_to_JADH_vtkMRMLS3calarVolum
JADH vtkMRMLScalarVolumeNodeB to template EMS.affine
JADH_vtkMRMLScalarVolumeModeB_to_template_EMS.bspline
JADH_ vtkMRMLScalarVolumeModeC corrected EMS.gipl
JADH_vtkMRMLScalarVolumeNodeC_registered_EMS.gipl

File: hame: |

Files of type: I\,"Dlume )

sl

I oms |
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&~ TIssue segmentation : ItkEMS

Select the following options to properly load the two files :

Corrected EMS image

“ Load

Labels EMS image

“ Load

(L7 Select wolurme File

Walume Marme: |J33\D H_vwtkMRML Scalaro

IMmace Drigin:l Centered — I

Imace Orientatid From Fle -

Lakel Map Sirggle: File

| Apply I

(L] Select olume File

Volume Mame: | JADH_vtkMRML Scalarvo

Image Drigin:l Centered —i I

Imade Orientatidd From File e

Lakel hdap | Single File

| | Apply I

Set the image origin as « Centered ».

Click on the « Apply » button.

Set the image origin

as « Centered ».

Check the « Label Map » box.

Click on the « Apply

» button.
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& Tutorial Overview

A-Tutorial example with dataset
1- Load the dataset in Slicer
2- Tissue segmentation : itkEMS

3- Registration : SegPostProcess, Registerimages, ResampleVolume?2
4- Cortical thickness : CortThick

B-In depth tutorial

National Alliance for Medical Image Computing
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& - Skull stripping . SegPostProcess

Iﬂ IE' mnduli: | Seq PostProcess —l| Izl |Z| |E|

@ 3DSlicer
4

e Select the « SegPostProcess » module
I‘ SegPostProcess (In A” MOdU|ES)

Parameter set | SeqPostProcesst —l"%

Status e Add the « Labels EMS » as Input image

- g
Input Image | A0 H_ytkMRML ScalarvolumeNodeB_lsbels_EMS gipl  — | Choose « Create a new volume » for the
| Outout mage | seqpostProcess vomet  — |2 output image
'~ Gausshon Fiter
:' LevelSet Based Smonthing Add the as
¥ eatvanced ptians Greyscale image

= Skull Stripping

Grayzcale Image LD H_wikMAML Scalartolumne ModeB_corrected_ EMS gipi— ‘

Click on the « Apply » button to perform a
Mk (optiora| one — skull stripping.

Dilation

:

White Matter |1

Grey Matter |2

Lol Lal] Ll

Cerebrospinal Fluid |3

| Default Cancel Apply -30-




B - SKUIl Stripping | SeqgPostProcess

Now, one has the T1-weighted stripped image as an output, being named
« SegPostProcess Volume 1 » in Slicer.

l;l | 15239
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»@ iDSlicer

Registration . Register/mages

& [E]

[ BE

@ 3DSlicer
il

¥ Help & Acknowledogernent

“ FRegister Images

Farameter set | Register Images!  — "%

Status Idle

I Fized IMage | SegPostProcess Volumel  —

an1an

I Mowving Image | template-stripped.gipl —

Resample IMage | Register Images Volumel  —i ";

I

“ Regiztration Parameters

Initialization

Registration

Expected rotation maghitude IIII.1

Load transfarm E
| Sawe transfu:urm| :-‘I
More Landma || Image Cent (W] CentersOfhd
Secondamet
Mone Initial Riggicd [®] Affine

ESplite || PipelineRigic || PipelineAffine || Pipeline BSplin

Expected offset magnitucde |1 0

Expected scale magnitude IEI.EIS

[ale] [ale] La[e] Lol

Expected skew magnitude |III.III1

™ Advanced Redistration Parameters

Select the « RegisterlImages » module
(in All Modules)

Add the « SegPostProcess Volume 1 »
(T1-stripped image) as Fixed Image

Add the « template-stripped.gipl » as
Moving Image

Select as
Resample image

Click on the button « Save Transform »
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& Registration :

Register/images

Select File

|5) cascio
|5y Freesurfer
|5 gimpel
I gouttard
B | mathieuc
B 3 ARCTIC
|y ARCTIC_Batchmake Wrapper
[ ARCTIC_Data
|y ARCTIC_Exec
) ARCTIC_HITRC-Update
[ ARCTIC_ReadMe
B [5) ARCTIC TutorialDataset
I3 ARCTIC_Tutorial_example
() ARCTIC_Tutorial_Results

|5 BrainParcellationAtlas-pediatric-T1-Ral
|5y BrainsegaAtlas-pediatric-T1-RAI
|y pediatric-atlas-dyears-sym-T1-Ral

) Parag

File: narne: |

Files of type: |A|| Files {

A new window is now open to save
the transformation file.

Select the « ARCTIC-Results/ »
directory.

Click here to create a new folder and
name it « Registration ».

National Alliance for Medical Image Computing
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File: narme:

@ 3DSlicer

Registration .

Register/images

B 3 Tutorial_example
B ) ARCTIC-Results
[y ItkEMS
| St rbioritiecs-pediatric-T1-RAl
|y Brainsegatlas-pediatric-T1-RAl
I pediatric-atlas-dyears-sym-T1-RAl
() Parag

Files of type: Al Files )

|At|as_Transfu:urm.txt

]
I Save

M | Cancel

Select the « Registration » folder.

Call the transformation file « Atlas_Transform.txt ».

Click on the « Save » button.

National Alliance for Medical Image Computing
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& Registration . Registerimages

“ Registration Farameters

Load transform IE

Save transform | |7 atlas_Transform txt

Initialization More Landmart || Image Center (8] CentersOfta:
SecondMomerr
FRegistration Mok Iritizl Rligicd Affire
Bspline || Pipeling Rigid PipenneAfﬁneI [ Pipeline BSpline In the registration parameters, check
Expected offzet magnitudelﬂ] =i the « PlpellneBSpllne » bOX,
Expected rotation magnitude |III.1 ﬂ
. :I -
Expected scale magnitude |III.IIIS = CI|Ck on the « Ap p|y » button tO
Expected skew magnitude |0.01 = : :
i agnituce | = perform the atlas to case registration.
¥ Arvanced Reoistration Parameters
™ Reoistration Testing Parameters
* Advanced Initial Registration Parameters
¥ Arvanced Rigid Redistration Parameters
¥ Agvanced Affine Registration Parameters
* Advanced ESpline Redistration Farameters
Default Cancel I Aoply I
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& - Registration : Load the transform file

File dit  Vew Whndow Help  Feedback

fj I—Ell todules: l Data. — l 4 b - CH| |searct
3DSlicer
¥ Haln 2. Acbrnawladcaracnt "

Once the registration is finished, select « File »
and«Add Tr ans» or mé
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« RRegistration . Load the transform file

Select the « Registration » folder.
Select the file.

Click on the « Apply » button.
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