
Dear Lydia， 

 

It’s really honor for me to use SDM, and receiving your reply for several times made me encouraged. 

I have some questions about the use of SDM set out below: 

 

1. In 5.15 version, dose “MyMean_z_p_0.005_1.000_10” represents the main results rather than 

“MyMean_z_QH_p_0.005_1.000_10”, and the difference between them whether means 

heterogeneity, that is to say the brain areas both existed in the “MyMean_z_p” and 

“MyMean_z_QH_p” represents these areas exhibit a good reproducibility, but the areas 

produced in the “MyMean_z_p” did not exist in the “MyMean_z_QH_p” means these brain 

areas had heterogeneity? 

In 6.21 version, dose “uncorrected p=0.005” is equal to “MyMean_z_p_0.005_1.000_10”, and 

“TFCE p=0.05” is approximately equal to “MyMean_z_QH_p_0.005_1.000_10”? 

I'm not sure I'm right about what is said above. 

2. When I tried to run the data of tutorial, I found that the results I got was different from the article 

Voxel-wise meta-analysis of grey matter changes in obsessive–compulsive disorder, and the 

results from two version were diverse from each other as well. 

 

The results from the article: 

 

5.15version, Uncorrected p=0.001 

 



  

 

 

5.15version, Uncorrected p=0.005 

 

 



 

 

6.21version uncorrected p=0.005 

 

 

Tfce corrected p=0.05 

 

I was wondering why this would happen, I had no idea about it. 



 

3. Similar to the situation above, diverse results from two version not only exist in the data of 

tutorial, but also in the data of mine. When I used 6.21 version, there were null results 

which were totally different from those in 5.15 results.  

 

My results from two version: 

5.15version uncorrected p=0.005 

 

 

 

 

 

 

 



6.21version  

 

When I use uncorrected p =0.005, there was no results. 

 

When I use uncorrected p=0.05, there was a result, which would be vanished in tfcecorrected 

p =0.05.  

 

 

The causes of the problems described above are uncertain , thus I am really expect to receive a 

response so that I can determine which results are more useful. 

 

 

 



4. Heterogeneity: In 5.15 version, my heterogeneity results are show as below: 

 

There is a highly heterogeneous article “Ikeda 2017”, but I am not sure if the reason of high 

heterogeneity is the sample size. Therefore I have no idea about how to report this results. 

Included studies: 

 

 

5. In 5.15 version, when we create the mask for the data of tutorial, why we type the coordinate 

as (X = -24, Y = 10, Z = -2)? Can we use another coordinate? 

 



 

Looking forward to receiving your reply. 

 

Best Wishes! 


