The GLM script: 
clc; clear;
 
%% =========================
%% PATHS 
%% =========================
mtx_dir = '/path/to/connectivity_matrices';
 
cov_dir   = '/path/to/covariates';
score_dir = '/path/to/behavioral_measures';
 
base_out = '/path/to/output_directory';
mkdir(base_out);
 
NSUB = 40;
 
%% =========================
%% LOAD COVARIATES
%% =========================
group = load(fullfile(cov_dir,'group.txt'));   
sex   = load(fullfile(cov_dir,'sex.txt'));         
age   = load(fullfile(cov_dir,'age.txt'));
 
% Behavioral measures 
beh1 = load(fullfile(score_dir,'beh1.txt'));
beh2 = load(fullfile(score_dir,'beh2.txt'));
beh3 = load(fullfile(score_dir,'beh3.txt'));
 
%% =========================
%% DESIGN MATRIX
%% =========================
X = [group age sex beh1 beh2 beh3];
 
labels = {'group','age','sex','beh1','beh2','beh3'};
 
%% =========================
%% DATA (subject-wise indexing)
%% =========================
conditions = {
    'cond1.nii'
    'cond2.nii'
    'cond3.nii'
    'cond4.nii'
};
 
data = {};
 
for c = 1:numel(conditions)
    file = fullfile(mtx_dir, conditions{c});
    
    for s = 1:NSUB
        data{end+1,1} = sprintf('%s,%d', file, s);
    end
end
 
data_labels = {'cond1','cond2','cond3','cond4'};
 
%% =========================
%% DEFINE ANALYSES
%% =========================
 
analyses = {
 
% ================= GROUP =================
struct('name','GROUP_cond1_vs_cond2','Cw',[1 -1 0 0],'Cb',[1 0 0 0 0 0]), ...
struct('name','GROUP_cond1_vs_cond3','Cw',[1 0 -1 0],'Cb',[1 0 0 0 0 0]), ...
struct('name','GROUP_cond1','Cw',[1 0 0 0],'Cb',[1 0 0 0 0 0]), ...
struct('name','GROUP_cond3_vs_cond2','Cw',[0 -1 1 0],'Cb',[1 0 0 0 0 0]), ...
struct('name','GROUP_interaction','Cw',[1 -1 -1 1],'Cb',[1 0 0 0 0 0]), ...
 
% ================= BEH1 =================
struct('name','BEH1_cond1_vs_cond2','Cw',[1 -1 0 0],'Cb',[0 0 0 1 0 0]), ...
struct('name','BEH1_cond1_vs_cond3','Cw',[1 0 -1 0],'Cb',[0 0 0 1 0 0]), ...
struct('name','BEH1_cond1','Cw',[1 0 0 0],'Cb',[0 0 0 1 0 0]), ...
struct('name','BEH1_cond3_vs_cond2','Cw',[0 -1 1 0],'Cb',[0 0 0 1 0 0]), ...
struct('name','BEH1_interaction','Cw',[1 -1 -1 1],'Cb',[0 0 0 1 0 0]), ...
 
% ================= BEH2 =================
struct('name','BEH2_cond1_vs_cond2','Cw',[1 -1 0 0],'Cb',[0 0 0 0 1 0]), ...
struct('name','BEH2_cond1_vs_cond3','Cw',[1 0 -1 0],'Cb',[0 0 0 0 1 0]), ...
struct('name','BEH2_cond1','Cw',[1 0 0 0],'Cb',[0 0 0 0 1 0]), ...
struct('name','BEH2_cond3_vs_cond2','Cw',[0 -1 1 0],'Cb',[0 0 0 0 1 0]), ...
struct('name','BEH2_interaction','Cw',[1 -1 -1 1],'Cb',[0 0 0 0 1 0]), ...
 
% ================= BEH3 =================
struct('name','BEH3_cond1_vs_cond2','Cw',[1 -1 0 0],'Cb',[0 0 0 0 0 1]), ...
struct('name','BEH3_cond1_vs_cond3','Cw',[1 0 -1 0],'Cb',[0 0 0 0 0 1]), ...
struct('name','BEH3_cond1','Cw',[1 0 0 0],'Cb',[0 0 0 0 0 1]), ...
struct('name','BEH3_cond3_vs_cond2','Cw',[0 -1 1 0],'Cb',[0 0 0 0 0 1]), ...
struct('name','BEH3_interaction','Cw',[1 -1 -1 1],'Cb',[0 0 0 0 0 1])
 
};
 
%% =========================
%% RUN ALL ANALYSES
%% =========================
for i = 1:numel(analyses)
 
    out_dir = fullfile(base_out, analyses{i}.name);
    mkdir(out_dir);
 
    fprintf('Running: %s\n', analyses{i}.name);
 
    conn_module('glm', ...
        'data', data, ...
        'data_labels', data_labels, ...
        'design_matrix', X, ...
        'design_labels', labels, ...
        'contrast_between', analyses{i}.Cb, ...
        'contrast_within', analyses{i}.Cw, ...
        'folder', out_dir);
 
end; 
 

